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FMD epidemiology: background

The epidemiology of FMD is dynamic, defined by: P

* Seven virus ecosystems (Pools) that maintain
specific FMDV strains requiring tailored
diagnostics and vaccines

* Six circulating FMDV serotypes with an unequal
distribution
* Serotype C has not been detected globally since 2004

* Serotype O is globally the most dominant serotype

* FMD control has led to FMD freedom in South
America (except Venezuela)

* 2025-26: FMD incursions into Europe - ‘ |
* Loss of FMD free status in Indonesia (2022) and mm
countries in southern Africa (2021 - ) 20 sA +C =ASIA r I3 «FMDV Gl

www.pirbright.ac.uk



Updated FMD risks for Pool 3 (since 2020)

New virus introductions
from South Asia and
East Africa:

West Asia,
Gulf States and ME
(Pool 3)

Endemic FMDV lineages:
* O/ME-SA/PanAsia-2*
* A/ASIA/Iran-05

First cases in Turkiye in six years
(09/24)

* Asial

Lineage
SAT2/XIV
O/EA-2
O/EA-3
A/AFRICA/G-I

East Africa
(Pool 4)

*Note: New O/ME-SA/PanAsia-2
designations are proposed by Jamal et al.,
(2025) Emergence of new sublineages of
serotype O foot-and-mouth disease viruses
circulating in Pakistan during 2012-2021.
Virology 605: 110455

South Asia
(Pool 2)

Lineage

O/ME-SA/SA-2018

.f

tLast reports cases in Pool 3 were in 2018 (Iran)

www.pirbright.ac.uk



2022-25: FMD outbreaks due to the SAT2/XIV topotype

* Most closely related to sequences recovered
from samples collected in SW Ethiopia in 2022

* To our knowledge, this is the first time that f:g;fi;.;::{gg};gt:%&i’ﬁgﬁ,
serotype SAT 2 has been detected in Iraq, Jordan SFOROII AR, 200E

EMERGING INFECTIOUS DISEASES
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or Turkiye

* Topotype XIV has been detected on only one
other previous occasion —in 1991
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2025: Emergence of serotype SAT1 in the Middle East

Bahrain, Kuwait, Iraq, Turkiye and Egypt

* Reports of outbreaks in Iraq (Feb 2025) where
local testing (by agELISA) identified serotype SAT1

« SAT1/1 with >15% nt difference to the seqs from
Qatar (2023) separate introductions into Pool 3

* SAT1 outbreaks in Bahrain (Jan 2025), Kuwait
(April 2025), Turkiye (May 2025), Egypt (July 2025)
due to SAT1/I topotype
* Vaccine matching: SAT1/Rho78" s =
heteroiogous 025 * Not confirmed
rivalue titre (l0gy0) 1202 by national
BAR/37/2025|0.31 2.20 e suthorities
BAR/50/2025 0.39 2.30 1720 e e, Ny
IRQ/1/2025 | 0.26 | 2.13 wen 2038 v @ @ W
1RQ/11/2025| 0.19 2.00 oy ey 8 %
QTR/6/2023 [SN0M28N  2.34 T -
QTR/7/2023 06T  2.50 @z 40 s it
EGY/3/2025 | 0.33 2.14 . —




November 2025 - new sequence data ........

LEB/26/2025
EB/20/2025 Vaccine matchlng:
LEB/17/2025
LEB/18/2025
LEB/B/202¢

LEB/16/2025

LEBNS/2025

VP1 sequence provided from the SAP
Institute, Turkiye (similar sequences

SAT1/Rho78°

released on GenBank from Iran)
Ry BOT/1/77 0.50 2.25
2 Kidmat_2vi_551545_E3771SR/202¢ AZB/1/2025 0.60 2.34
* Characterised as SAT1/III awavao az8/2/2025 [REEEE 227 |
. . $ mmazoze (PZ124573) -B/8/2025 0.64 2.f
* Closely related (99.5% identity) to o Ea/or202s TRRER .1c
BOT/1/77 that is used as a vaccine strain L€8/10/2025 [RNOMONN 216 |

by some companies

Where has this virus come from?

* FMD vaccine that has not been
correctly inactivated

* Breach of biocontainment at a facility
that produces FMD vaccines (or
otherwise handles this virus)

LEB/ V2025

T-Xhorasant Q/1629ARN/2025
UT-Khorasana _T/1731/RN/202S “
Syr-Homs2026 (P2124874) :
AZB/2/2025 coba

AZBN 20235

A Yorasand S 1/IRN/Z202S w SNeg S ~“'z
T-xXhorasanl ANTGIRARN/202% 3 4 \ < v
NMBA 201 "' l a )
BoOYNAT? 4 Q
LEB/2/72025 -
‘{l._ 4 .'| -“ \l’}]
UT-Khorasani QA1630/IRN/202" ~
T (/1217 P g
Ar4er. NN
RN/2025
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Co-circulation of two serotype SAT 1 topotypes

Country reports (earliest dates): From Pool 4 Vaccine escape?
(East Africa) '

Country | SAT 1/I | SAT 1/1I
Bahrain January 2025
Iraq February 2025
Kuwait April 2025
Turkiye May 2025 November 2025
Iran - *
Egypt July 2025
Azerbaijan October 2025
Lebanon November 2025
Israel January 2026
Cyprus Dec 2025/Feb 2026
Syria January 2026*
China March 2026
Greece March 2026: topotype - not yet reported
Palestine April 2026: topotype - not yet reported

*Outbreaks not confirmed by the national authorities www.pirbright.ac.uk



Belgium Czech
Republic Ukraine
P Kazakhstan
Hungary Moldova .
France g Mongolia
Italy Serbia O
Andorra : a -
R CIh fecrd (s Uzbekistan Beijing K';reejp[lgim
Portugal Greece ©
J Tajikistan Rep.'of]
Gibraltar, Japan
Tdnisia Irag Afghanistan China (People's
Morocco Iran Rep. of]
32 Pakistan
Algeria . Nepal
g Libya Egypt Bhutan
Saudi Arabia . Bangladesh Chinese
Oman |r|d|a Macao Taipei
Mauritania Niger Laos, United States
’ ; Philippines Minor. Outlying
e GO Chad Sudan  Efitrea Yemen Thailand _ Marhi];r:(lﬂz{aﬂnds Islands
2 Djibouti Cambodia
Sierra Leone Ghana N|ger|a South Sudan SrilLar @)) }g?lﬁ.ggigiﬁ:on WAH I S =
(Rep. of]
Cameroon g l
Oomaltlla "
Sao Tome Uganda Maldives,
and Principe
Rwanda
< Return to event list EVENT 7445
Tanzania Seychelles British
Luanda Indian Ocean ) ' y :
@® Territory @ On-going  China (People's Rep. of) - Foot and mouth disease virus (Inf. with)
Angola 31
Zambia 1] Open lastreport >
St. Helena
Madagascar.
Namibia Reurion Indi Causal agent Genotype/ Serotype/ Animal type Disease category Reason for notification
Foot and mouth disease Subtype TERRESTRIAL Listed disease New strain in the country
South Oce. vius SAT1
Atlantic
South Africe Event occurs in Event start date Event confirmation date Event end date Date of last occurrence
EI% cean A zone/compartment 2026/03/21 2026/03/28

- First time that serotype SAT 1 has been detected in China

- Affected regions: Gansu province

and the Xinjiang Uyghur Autonomous Region

HISTORICAL REPORTS

CONTROL MEASURES

Report Report
number ID
FUR_1 182602
IN 182351

QUANTITATIVE DATA EPIDEMIOLOGICAL COMMENTS OUTBREAKS >

Report New/Updated On-going Total
Report date
reference outbreaks outbreaks outbreaks
1 ® 2 2 2026/04/27 v

ON! 1

2026/04/16 v




Headline global status for FMD (April 2026)

Cyprus Germany Hungary, Slovakia China
Dec 2025 Jan 2025 Mar 2025 March 2026

SAT 1/111 - O/ME-SA/PanAsia-2°UN-16 BRI

South Korea

Mar 2025, Mar 2026
Indonesia

2024-25
O/ME-SA/Ind-2001e

Maghreb (2025) Middle East (2025) Southern Africa Iran, Iraq, Syria, Turkiye,
O/EA-3 SAT1/l and SAT1/IlI Serotypes SAT1, Palestine, Pakistan, Israel
Algeria (2023/4) Middle East (23-5) SAT2 and SAT3) 2023-2025
SAT2/V SAT2/XIV Eswatini O/ME-SA/SA-2018
.. Botswana, Lesotho www.pirbright.ac.uk
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@877 GIS-BASED MULTI-CRITERIA DECISION ANALYSIS

*Haiphong

- Risk of disease introduction
Tas81F89 (Factor) fnadung s :
Distance to Border ILULHININNTIYULAL
Beef Cattle Density anurwLinlaita
Buffalo Density ANunwILUBNIzie i
FMD History Usesanmsialsa FMD luiud
Beef Cattle Movement] USanmmitadendrslatfiasnwnd bintbints.

Introduction Risk
\./er-yr Low
Low
Moderate
High
Very High

eorg wne | flat A Ctraatil 3 ST
L hoksatrmavre & Leaflet | ©@ OpenStreetiap contributors © CARTO
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@877 GIS-BASED MULTI-CRITERIA DECISION ANALYSIS

*Haiphong

Sitt Magway* H "k
- Risk of disease spread |
193884 (Factor) fadung ok
Distance to Market srazvidnaanatala-nizde
Dairy Cattle Density ANMNAUILUU ALY
, - A o o X vl Ko
Dairy Cattle Movement| USunssnsiafewsnslauaidiNuni .
Pig Density AMMWAWILUUENT
Pig Movement USanamsiafawinegnsididinn binblinee.
Spread Risk
Very Low
Low
Moderate
High
Very High
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GIS-BASED MULTI-CRITERIA DECISION ANALYSIS

Risk of disease introduction Risk of disease spread

Pleiku Ward =

Final Combined Risk
Very Low
Low
Moderate
High
Very High

Leaflet | © OpenStreetiap contributors @ CARTO
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